B 40 EERAREHEREEIF—

CRISPR-Cas9 Y AFLZRL
B EEFMBEFIRREDRFEL I

HEiF :FR30F 3 A 13H(K) F&6K~7 K305
B RAREBRI/NA-23 02— BRNFATAT =N
EE LTI (Group Leader, Stem Cell Genetics,

Wellcome Trust Sanger Institute, UK)

CRISPR-Cas9> A7 LR, BEFMNBITFEICHMNLERZELES5L.
BRALRBTHAZINTE, L1 COZATLERL., MLIZITA
IERMRTOIREGEFEMFE(CRISPRRAZV—=0 7k )&t SRICTKRETT
Il 7, E5ICHE—1XCRISPRI 17 3)—&WBShiEREHEICY
REMAT, BHRKII7 V2R, ChETHRALGRRBISERL
TeAD) -0V %1ToTE, KiC. 2Rttt mBE#RHETHRA7)—
=7 TIRRIMLVLWRAIES -5V e RIBTRICRIIL 7=, £, v AEEER
RO S EHIFHBICE VO TLMRBEFEZIME. REBITEEDHTL
B

SE Mk

1. Tzelepis K, Koike-Yusa H, De Braekeller E, Li Y, Metzakopian E, Dovey OM, Mupo A, Grinkevich V, Li M,
Mazan M, Gozecka M, Ohnishi S, Cooper J, Patel M, McKerrell T, Chen B, Domingues AF, Gallipoli P,
Teichmann S, Ponstingl H, McDermott U, Saez-Rodriguez J, Huntly BJ, lorio F, Pina C, Vassiliou GS, Yusa K. A
CRISPR Dropout Screen Identifies Genetic Vulnerabilities and Therapeutic Targets in Acute Myeloid Leukemia.
Cell Reports 17:1993-1205 (2016).

2. Koike-Yusa H, Li Y, Tan EP, Velasco-Herrera MD, Yusa K. Genome-wide recessive genetic screening in
mammalian cells with a lentiviral CRISPR-guide RNA library. Nature Biotechnol. 32:267-273 (2014).

3. Yusa K, Rashid ST, Strick-Marchand H, Varela |, Liu PQ, Paschon DE, Miranda E, Ordéfiez A, Hannan NR,
Rouhani FJ, Darche S, Alexander G, Marciniak SJ, Fusaki N, Hasegawa M, Holmes MC, Di Santo JP, Lomas DA,
Bradley A, Vallier L. Targeted gene correction of al-antitrypsin deficiency in induced pluripotent stem cells.

Nature 478: 391-394 (2011).
4. YusaK, Horie K, Kondoh G, Kouno M, Maeda Y, Kinoshita T, Takeda J. Genome-wide phenotype analysis in

ES cells by regulated disruption of the Bloom’s syndrome gene. Nature 429: 896-899 (2004).

XAEIFT—RBARERBUREOHRELVET,

T KRKEEZRARH
(BREWLEDHE)
KRKPEZRMEHBIFZERR (tel: 06-6879-3007 e—mail: i-soumu—syomu@office.osaka—u.ac,jp)


mailto:i-soumu-syomu@office.osaka-u.ac.jp

